Desktop prediction/analysis of mass spectrometric data in proteomic projects by using massXpert.
With the ever-increasing demand for biopolymer mass spectrometry, specialized software is needed to both predict and process mass spectrometric data. With massXpert, we present a proteomics-oriented program mainly concerned with protein physico-chemistry and protein/peptide mass spectra simulations. The massXpert program is free for academic and commercial use at http://frl.lptc.u-bordeaux.fr. The http://frl.lptc.u-bordeaux.frsite contains a tutorial for online perusal or download.